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Study On Qingrun tea for prevention and treatment of Pulmonary Disease by

network pharmacology
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Abstract:To explore the activity components and mechanism of Qingrun tea for prevention and treatment of Pulmonary
Disease. TCMSP database was applied to screening the chemical components of the formula (Platycodonis Radix, Citri
Reticulatae, Pericarpium, Eriobotrya japonica Thunb, Mori Folium, Almond, Glycyrrhiza uralensis Fisch, Burdock root,
Canarii fructus and Perillae caulis), the oral bioavailability (OB)>20% and drug likeness (DL)>0.1 were used as the
screening conditions. The targets related to activity compounds were also found from TCMSP. The diseases related to
targets were found through CTD online analysis platform. Finally, the targets were introduced into the DAVID to analyze
main biological pathways for obtaining the deep mechanism of treating pulmonary disease. 173 compounds were
obtained. Among the targets corresponding to active components, there are 76 human targets related to pulmonary
disease, can joint in 30 pathways, such as Cytokine-cytokine receptor interaction, TNF signaling pathway, HIF-1
signaling pathway. This formula treat pulmonary diseases through the multi-component, multi-target, multi-pathway. The
results preliminarily verified the main activity components and mechanism of action for prevention and treatment lung
diseases, and provided foundation for further study on the mechanism.
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M1 acacetin

M2 cis—Dihydroquercetin
M3 luteolin

M4 Platycodin D
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M5 ellagic acid

M6 ethyl linoleate

M7 methyl linoleate

M8 copaene

M9 oleanolic acid

M10 beta-sitosterol

M11 naringenin

M12 naringin

M13 5-[(Z) -2— (4-methoxyphenyl) vinyl]resorcinol

M14 gallic acid

M15 5, 7-dihydroxy—2-(3-hydroxy—-4-methoxyphenyl) chroman—4-one

M16 DIBP

M17 hepta-3

M18 tangeretin

M19 Citromitin

M20 nobiletin

M21 hesperidin

M22 Inermine

M23 isoliquiritigenin

M24 DFV

M25 Glycyrol

M26 Jaranol

M27 Medicarpin

M28 Pinocembrin

M29 isorhamnetin

M30 Lupiwighteone

M31 7-Methoxy—-2-methyl isoflavone

M32 formononetin

M33 Calycosin

M34 kaempferol

M35 Castanin

M36 (2S) —2-[4-hydroxy—-3- (3-methylbut—2-enyl) phenyl]-8, 8—dimethyl-2, 3-dihydropyrano[2, 3-f]chromen-4-o
ne

M37 euchrenone

M38 glyasperin B

M39 glyasperin F

M40 Glyasperin C

M41 Isotrifoliol

M42 (E)-1-(2, 4-dihydroxyphenyl) -3- (2, 2-dimethylchromen—6-y1) prop—2—-en—1-one

M43 kanzonols W

M4 (2S) -6-(2, 4-dihydroxyphenyl) -2- (2-hydroxypropan—-2-y1) -4-methoxy—2, 3—dihydrofuro[3, 2—g] chromen-7-
one

M45 Semilicoisoflavone B

M46 Glepidotin A

M47 Glepidotin B
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M48 Phaseolinisoflavan
M49 Glypallichalcone
M50 echinatin
M51 Karenzu DK2
M52 8- (6-hydroxy—2-benzofuranyl) -2, 2-dimethyl-5—-chromenol
M53 Licochalcone B
M54 licochalcone G
M55 3-(2, 4-dihydroxyphenyl)-8-(1, 1-dimethylprop—2-enyl) -7-hydroxy—5-methoxy—coumarin
M56 Licoricone
M57 Gancaonin A
M58 Gancaonin B
M59 3-(3, 4-dihydroxyphenyl) -5, 7-dihydroxy-8— (3—methylbut—2-enyl) chromone
MEO 5, 7-dihydroxy—3— (4-methoxyphenyl) -8— (3—methylbut—2-enyl) chromone
M61 Glycyrin
M62 Licoisoflavone
M63 Licoisoflavone B
M64 licoisoflavanone
M65 shinpterocarpin
M66 (E)-3-[3, 4-dihydroxy-5- (3—methylbut—2-enyl) phenyl]-1- (2, 4-dihydroxyphenyl) prop—2—-en—1-one
M67 liquiritin
M68 licopyranocoumarin
M69 Glyzaglabrin
M70 Glabridin
M71 Glabranin
M72 Glabrene
M73 Glabrone
M74 1, 3-dihydroxy—-9-methoxy—6-benzofurano[3, 2-c]chromenone
M75 1, 3—dihydroxy-8, 9-dimethoxy—6-benzofurano[3, 2—c]chromenone
M76 Eurycarpin A
M77 (=) -Medicocarpin
M78 Sigmoidin—B
M79 (2R) -7-hydroxy—2- (4-hydroxyphenyl) chroman—-4-one
M80 (2S) -7-hydroxy—2- (4-hydroxyphenyl) -8— (3-methylbut—2-enyl) chroman—4-one
M81 Isoglycyrol
M82 Isolicoflavonol
M83 HMO
M84 1-Methoxyphaseollidin
M85 Quercetin der.
M86 (Z)-1-(2, 4-dihydroxyphenyl) -3—-phenylprop—2-en—1-one
M87 3’ -Hydroxy—4" -0-Methylglabridin
M88 licochalcone a
M89 3’ —-Methoxyglabridin
M90 2-[(3R) -8, 8-dimethyl-3, 4-dihydro—2H-pyrano[6, 5—f]chromen-3-yl]-5-methoxyphenol

MI1 Kanzonol F
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M92 7,2 ,4 —trihydroxy —5-methoxy-3—arylcoumarin
M93 T-Acetoxy—2-methylisoflavone
M94 8-prenylated eriodictyol
M95 Vestitol
M96 Gancaonin G
M97 Gancaonin H
M98 Licoagrocarpin
M99 Glyasperins M
M100 Glycyrrhiza flavonol A
M101 Licoagroisoflavone
M102 Odoratin
M103 Xambioona
M104 dehydroglyasperins C
M105 DBP
M106 quercetin
M107 scopolin
M108 beta—carotene
M109 1’ -Methoxy—2’ ~hydroxydihydromollugin
M110 Inophyllum E
M111 Moracin C
M112 Moracin D
M113 Moracin E
M114 Moracin H
M115 4-Prenylresveratrol
M116 Oxysanguinarine
M117 EIC
M118 Sitogluside
M119 linolenic acid
M120 Stigmasterol
M121 Physcion
M122 oleic acid
M123 Methyllinolenate
M124 arachidonic acid
M125 Iristectorigenin A
M126 tectorigenin
M127 1, 2-Benzenedicarboxylicacid, mono(2-ethyl) hexylester
M128 Norartocarpetin
M129 Linolenic acid ethyl ester
M130 Tetramethoxyluteolin
M131 Linolenic acid methyl ester
M132 6-methoxy—2-oxo—2H-chromen—-7-yl beta-D-glucopyranoside
M133 Skimmin (8CI)

M134 poriferast—5—en—-3beta—ol

M135 Rutin




EHDE ESHE 2019 ££12 A - 305 -
M136 Cinchonain la
M137 (4R, 8R, 9R) -4, 8-bis (3, 4-dihydroxyphenyl) -5, 9-dihydroxy—4, 8, 9, 10-tetrahydro—-3H-pyrano[6, 5-h]chrome
n-2-one
M138 (2R, 3R, 4S) —2- (3, 4-dihydroxyphenyl) —4- (2, 4, 6-trihydroxyphenyl) chroman-3, 5, 7-triol
M139 Eriobofuran
M140 Farnesyl acetate
M141 phytol
M142 isorhamnetin
M143 Diphencyprone
M144 (=) —epicatechin
M145 Farnesylacetone
M146 METHYL LINOLEATE
M147 Exceparl M-OL
M148 (-)-epigallocatechin—-3-gallate
M149 ursolic acid
M150 caffeic acid
M151 rosmarinic acid
M152 chlorogenic acid
M153 arctigenin
M154 arctin
M155 butyl isobutyl phthalate
M156 Magnolol
M157 Supraene
M158 ZINC03860434
M159 ELD
M160 Methyl linolelaidate
M161 1-Acetyl-beta—carboline
M162 Nonox D
M163 Flazin
M164 myricetin
M165 Apigenin
M166 apiin
M167 (=) -CATECHIN HYDRATE
M168 dihydromyricetin
M169 Quercetin 3-0-alpha-L-rhamnopyranoside
M170 Astragalin
M171 taxifolin
M172 Hesperetin
M173 Myricetin 3’ —0-beta D-glucoside
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7 2 EXBESHT
1D Pathways Degree
hsa04060 Cytokine—cytokine receptor interaction 21
hsa04668 TNF signaling pathway 16
hsa05323 Rheumatoid arthritis 15
hsa04066 HIF-1 signaling pathway 15
hsa05142 Chagas disease (American trypanosomiasis) 14
hsa05144 Malaria 11
hsa05132 Salmonella infection 12
hsa05140 Leishmaniasis 11
hsa05219 Bladder cancer 9
hsa05133 Pertussis 10
hsa05200 Pathways in cancer 19
hsa05146 Amoebiasis 11
hsa05205 Proteoglycans in cancer 14
hsa05321 Inflammatory bowel disease (IBD) 9
hsa05202 Transcriptional misregulation in cancer 12
hsa05134 Legionellosis 8
hsa04621 NOD-1like receptor signaling pathway 8
hsa05164 Influenza A 12
hsa04151 PI3K-Akt signaling pathway 16
hsa04064 NF-kappa B signaling pathway 9
hsa05145 Toxoplasmosis 10
hsa05218 Melanoma 8
hsa04068 Fox0 signaling pathway 10
hsa05014 Amyotrophic lateral sclerosis (ALS) 7
hsa05310 Asthma 6
hsa04620 Toll-like receptor signaling pathway 9
hsa05152 Tuberculosis 11
hsa05214 Glioma 7
hsa04664 Fc epsilon RI signaling pathway 7
hsa04660 T cell receptor signaling pathway 8
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